Supplementary Figure S4 . Transcription factor binding sites in H4K20ac-enriched sequences. Aggregation curves of H4K20ac enrichment across the binding motif site of indicated transcription factors on the human genome (upper panel) and across the ChIP-seq peak of transcription factors (lower panel) are shown. USF, E2F and NFY_Q6 in aggregation curve data represent all of each factor isotypes or all factor subunits. The original immunoblot data that were acquired by LAS3000 Imager (Fig. 1) and by X-ray films (Fig. 4) are shown. Sections shown in the main figures are highlighted in boxes.
